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Section Ⅰ  IFITM1 in colorectal cancer
Interferon-induced transmembrane protein 1 (IFITM1) has been shown to be implicated in multiple cancers, yet little remains known about the biological significance of IFITM1 in colorectal cancer (CRC). Here, we show that IFITM1 is highly expressed in metastatic CRC cell lines and colorectal patient-derived tumour samples, and that its expression is closely associated with a poor prognosis for CRC. Furthermore, IFITM1 depletion was found to impair the mobility of cancer cell lines, whereas ectopic expression of IFITM1 increased the migratory ability of CRC cell lines. The Eepithelial-mesenchymal transition (EMT) signature was dysregulated by both loss- and gain-of-function of IFITM1, which was partially reversed by caveolin-1 (CAV1). Collectively, these data suggest that IFITM1 is a useful prognostic marker of CRC and an attractive target to explore in the development of novel therapeutics for CRC.

Section Ⅱ  IFITM1 in non-small cell lung cancer

  IFITM1, also known as CD225, is a 17 kDa membrane protein that is known as an important player in various cellular functions in cancers, but little is known about the biological significance of IFITM1 in non-small cell lung cancer (NSCLC). In this study, different NSCLC cell lines and mouse models are used to show that IFITM1 plays a key role in the progression of NSCLC both in vivo and in vitro. More specifically, IFITM1 knockdown impaired sphere formation, proliferation, and metastasis of NSCLC cell lines in vitro, whereas overexpression of IFITM1 conversely promoted these events. Additionally, tumour development was significantly inhibited in the absence of IFITM1 in vivo. On mechanistical study, we show that IFITM1 depletion inhibited the CAV1/pEGFR/SOX2 signaling axis, whereas the overexpression of SOX2 partially rescued the inhibition on this pathway in response to IFITM1 depletion. More importantly, using 226 patient-derived samples of lung cancer, we demonstrate that high levels of IFITM1 expression are closely associated with poor overall survival (OS) rates in adenocarcinoma but not in squamous cell carcinoma. Taken together, our data suggest that IFITM1 is a potential prognostic marker of NSCLC which may hold potential as a promising therapeutic target for the development of small molecules or antibodies to block the function of IFITM1.
